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Academic Background / Professional Experience 
 

2018- 
 

Research/teaching position at Bielefeld University (group of Prof. Dr. Jens Stoye) 
 

2017-2018 
 

Parental leave 
 

2016-2016 
 

Temporary teaching position at Bielefeld University (group of Prof. Dr. Jens Stoye) 
 

2015-2016 
 

Parental leave 
 

2011-2015 Leader of Research Group at Inmetro (Brazilian National Institute of Metrology, Quality and 
Technology, Rio de Janeiro, Brazil), funded by CNPq (Brazilian National Research Foundation) 

  
2009-2010 Post-doctoral position at Bielefeld University (group of Prof. Dr. Jens Stoye) 

 
2005-2009 PhD in Bioinformatics – Laboratoire de Biométrie et Biologie Évolutive - Université Lyon I (France) 

Advisor: Dr. Marie-France Sagot - Research supported by Program Alβan - European Union 
  
2004-2005 Software analyst - Ci&T Software - Campinas - SP - Brazil (www.cit.com.br) 
  
2003-2004 Bioinformatics researcher - Alellyx Applied Genomics – Campinas – SP – Brazil   
  
2002-2003 Enterprise co-founder and Bioinformatics researcher - Scylla Bioinformatics - Campinas - SP – Brazil 

(www.scylla.com.br) 
  
2000-2002 Research assistant at the Bioinformatics Laboratory – Institute of Computing – University of Campinas 

(Brazil) 
  
1998-2000 Master's degree in Computer Science – Institute of Computing – University of Campinas (Brazil) 

Advisor: Prof. Dr. João Meidanis - Research supported by FAPESP Brazilian agency (www.fapesp.br) 
    
1994-1997 Bachelor's degree in Computer Science - Institute of Computing – University of Campinas (Brazil) 
  

 
 
Languages 

 
• Portuguese: fluent (mother tongue) 
• English: fluent 
• French: fluent 
• German: advanced 
• Spanish: advanced 
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Organization of International Events  
 
o Since December 2017: member of the Steering Committee of RECOMB Satellite Workshop on Comparative Genomics 

(RECOMB-CG). 
 
o Organizing Chair of the tenth annual RECOMB Satellite Workshop on Comparative Genomics (RECOMB-CG), held 

in Niterói, Brazil, in October 17-19 2012. 
 
o Program Committee Chair of RECOMB-CG 2012. 
 
o Member of the Program Committee of the following international conferences: 

• RECOMB-CG 2010, 2011, 2012, 2013, 2015, 2016, 2017, 2018 
• Brazilian Symposium in Bioinformatics (BSB) 2013, 2018 and BSB-X-meeting 2014, 2015 
• Workshop on Algorithms in Bioinformatics (WABI) 2013, 2014 
• Intelligent Systems for Molecular Biology (ISMB) 2016 

 
 
Teaching Experience 
 

• 2016 - Summer Semester (Bielefeld University):   
o Algorithms in Bioinformatics (Seminar)  

 
• 2011 - from March to May (UFRJ - Brazil): 

o Computational Biology (with Prof. Dr. Celina M. H. de Figueiredo) 
 
• 2010 - Summer Semester (Bielefeld University):   

o Classical Papers in Bioinformatics (Seminar)  
o Combinatorics of Genome Rearrangements (Seminar)  

 
• 2009/2010 - Winter Semester (Bielefeld University): 

o Bioinformatics Journal Club  
o Algorithmen in der Genomforschung (lecture, with Prof. Dr. Jens Stoye)  

 
• 2009 - Summer Semester (Bielefeld University): 

o Bioinformatics Journal Club (with Prof. Dr. Jens Stoye)  
o Algorithms in English (Seminar)  

 

 
Grants Received 
 
Research project, 2011 to 2015 - CNPq (Brazilian National Research Foundation - grant PROMETRO no. 563087/2010-2) 
 
Participation in Scientific Events, 2013 - CNPq (Brazilian National Research Foundation - grant AVG no. 451784/2013-8) 
 
Promotion of Scientific Events, 2012 - CNPq (Brazilian National Research Foundation - grant ARC no. 452871/2012-3) 
 
Doctoral scholarship, 2005 to 2008 - Program Alßan (European Union - grant no. E05D053131BR) 
 
Master scholarship, 1998 to 2000 - FAPESP (Foundation for Research Support of São Paulo, Brazil - grant 97/11629-2) 
 
 
Main Interests 
 
Algorithm development and analysis  
 
Computational biology (genome rearrangements, sequence alignment)   
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